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View the poster presentation below.
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SARS-CoV-2 virus is highly contagious and spreads

easily that it is difficult to detect in elucidating the SPEAKERS

pattern of infection for contact tracing purposes. The Ummu Afeera Zainulabid

advent of highthroughput sequencing techniques has AUTHORS

improved diognosis in detection the viral |inoagos Norhidayah Kamarudin | Razman Mohd Rus | Sharmeen Nellisa
especially involving sporadic infection. The combination Soffian | Ain Syahida Mat Yo ma i fow | Heler Fauzen

of short- and longreads greatly improved the assembly
of the SARS-CoV-2 genome and marked as a new
approach to correct erroneous frame-shifts from single

sequencing effort. d
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