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Abstract

The 16S  rRNA  amplicon sequencing technique is a key aspect of studies of microbial communities  but does not

provide direct evidence of a community ’s functional  capabilities. This work aimed to assess the structure of the

uncultured bacterial  communities  from two locations in  Lake  Tuz  in  Turkey to provide information on their

roles in  the lake  ecosystem. The most abundant phyla in  the lake  water were Firmicutes (84%) for lake  sample

site 1 (TG1), 70% for lake  sample site 2 (TG2), Fusobacteria (9% for TG1, 22% for TG2) and Proteobacteria (6% for TG1,

7% for TG2). The most abundant genera were Romboutsia (45% for TG1, 35% for TG2), Clostridium sensu stricto 1 (8%

for TG1, 8% for TG2), Cetobacterium (9% for TG1, 22% for TG2) and Photobacterium (2% for TG1, 3% for TG2). PICRUSt

constitutes a novel bioinformatics tool to establish profiles for bacterial  protein functions based on metagenomic 

16S  rRNA  data for a community  of unculturable bacteria. PICRUSt also provides information on whole- community

metabolic functions related to adaptation, bioremediation potential and the ability of various groups of

microorganisms to survive in  highly saline water. The overall results provide an effective strategy for assessing the

metabolic capacities of microbes in  situ in  a high-salt aquatic environment such as Lake  Tuz  and the potential of

these microbes to serve as bioremediation agents. This approach provides useful insights into predictive

metagenomics of an unculturable microbial community  for which only marker- gene  surveys are currently available.

© 2020 The Author(s). Published by Informa UK Limited, trading as Taylor & Francis Group.

Cited by 5 documents

, 
,

(2021)
Microorganisms

, 
, 

(2021)
Malaysian Journal of
Microbiology

, 
, 
(2021)
Microorganisms

Inform me when this document is cited
in Scopus:

Related documents

, 
,

(2021)
Annals of Microbiology

, 
, 

(2021)
Polar Science

, 
, 

(2020)
Journal of Biomolecular
Structure and Dynamics





Find more related documents in
Scopus based on:

Prokaryotic communities in the
thalassohaline tuz lake, deep zone, and
kayacik, kaldirim and yavsan salterns
(Turkey) assessed by 16s rRNA
amplicon sequencing


Akpolat, C. Fernández, A.B.
Caglayan, P.

Isolation of Klebsiella pneumoniae
from Sungai Skudai and in silico
analysis of putative dehalogenase
protein


Jamil, N.A. Wahab, R.A. Mohd
Shariff, A.H.

Functional and molecular
characterization of the halomicrobium
sp. Ibsba inulosucrase


Abaramak, G. Porras-Domínguez, J.R.
van Rensburg, H.C.J.

View all 5 citing documents

Set citation alert
▻

Genomic analysis of a functional
haloacid-degrading gene of Bacillus
megaterium strain BHS1 isolated from
Blue Lake (Mavi Gölü, Turkey)


Wahhab, B.H.A. Samsulrizal, N.H.
Edbeib, M.F.

Identification of Dalapon degrading
bacterial strain, Psychrobacter sp.
TaeBurcu001 isolated from Antarctica


Kirkinci, S.F. Edbeib, M.F. Aksoy,
H.M.

Biodegradation of 3-chloropropionic
acid (3-CP) by Bacillus cereus WH2 and
its in silico enzyme-substrate docking
analysis


Muslem, W.H. Edbeib, M.F. Aksoy,
H.M.

View all related documents based on
references


▻Authors 
▻Keywords

Brought to you by 
INTERNATIONAL ISLAMIC UNIVERSITY MALAYSIA




 Search Sources Lists 
↗SciVal Create account Sign in

https://www.scopus.com/results/results.uri?sort=plf-f&src=s&sid=78b9b7fefc139541158e899b08690ad0&sot=b&sdt=b&sl=102&s=TITLE-ABS-KEY%28Functional+profiling+of+bacterial+communities+in+Lake+Tuz+using+16S+rRNA+gene+sequences%29&offset=1&origin=recordpage
https://www.scopus.com/redirect/linking.uri?targetURL=https%3a%2f%2fdoi.org%2f10.1080%2f13102818.2020.1840437&locationID=1&categoryID=4&eid=2-s2.0-85094837639&issn=13102818&linkType=TemplateLinking&year=2021&zone=outwardlinks&origin=recordpage&dig=dba647139e7f9f3f156542680467c97a
https://www.scopus.com/redirect/linking.uri?targetURL=https%3a%2f%2fdoi.org%2f10.1080%2f13102818.2020.1840437&locationID=1&categoryID=4&eid=2-s2.0-85094837639&issn=13102818&linkType=ViewAtPublisher&year=2021&origin=recordpage&dig=78e5fe0f713798b140504ffc5834d277
https://www.scopus.com/sourceid/15483
mailto:yilmaz.kaya@omu.edu.tr
mailto:fahrul@utm.my
https://service.elsevier.com/app/answers/detail/a_id/12031/supporthub/scopus/
https://www.scopus.com/record/display.uri?origin=citedby&eid=2-s2.0-85110402466&citeCnt=5&noHighlight=false&sort=plf-f&src=s&sid=78b9b7fefc139541158e899b08690ad0&sot=b&sdt=b&sl=102&s=TITLE-ABS-KEY%28Functional+profiling+of+bacterial+communities+in+Lake+Tuz+using+16S+rRNA+gene+sequences%29&relpos=0
https://www.scopus.com/authid/detail.uri?origin=citedby&authorId=57226068135&zone=
https://www.scopus.com/authid/detail.uri?origin=citedby&authorId=57220886452&zone=
https://www.scopus.com/authid/detail.uri?origin=citedby&authorId=55750678500&zone=
https://www.scopus.com/record/display.uri?origin=citedby&eid=2-s2.0-85113761086&citeCnt=5&noHighlight=false&sort=plf-f&src=s&sid=78b9b7fefc139541158e899b08690ad0&sot=b&sdt=b&sl=102&s=TITLE-ABS-KEY%28Functional+profiling+of+bacterial+communities+in+Lake+Tuz+using+16S+rRNA+gene+sequences%29&relpos=1
https://www.scopus.com/authid/detail.uri?origin=citedby&authorId=57235906900&zone=
https://www.scopus.com/authid/detail.uri?origin=citedby&authorId=57219859702&zone=
https://www.scopus.com/authid/detail.uri?origin=citedby&authorId=57236200400&zone=
https://www.scopus.com/record/display.uri?origin=citedby&eid=2-s2.0-85103516928&citeCnt=5&noHighlight=false&sort=plf-f&src=s&sid=78b9b7fefc139541158e899b08690ad0&sot=b&sdt=b&sl=102&s=TITLE-ABS-KEY%28Functional+profiling+of+bacterial+communities+in+Lake+Tuz+using+16S+rRNA+gene+sequences%29&relpos=2
https://www.scopus.com/authid/detail.uri?origin=citedby&authorId=57222625296&zone=
https://www.scopus.com/authid/detail.uri?origin=citedby&authorId=35108039700&zone=
https://www.scopus.com/authid/detail.uri?origin=citedby&authorId=57218564583&zone=
https://www.scopus.com/search/submit/citedby.uri?eid=2-s2.0-85094837639&src=s&origin=recordpage
https://www.scopus.com/record/display.uri?origin=recordpage&zone=relatedDocuments&eid=2-s2.0-85101855591&citeCnt=5&noHighlight=false&sort=plf-f&src=s&sid=78b9b7fefc139541158e899b08690ad0&sot=b&sdt=b&sl=102&s=TITLE-ABS-KEY%28Functional+profiling+of+bacterial+communities+in+Lake+Tuz+using+16S+rRNA+gene+sequences%29&relpos=0
https://www.scopus.com/authid/detail.uri?origin=recordpage&authorId=57220633368&zone=relatedDocuments
https://www.scopus.com/authid/detail.uri?origin=recordpage&authorId=56162690800&zone=relatedDocuments
https://www.scopus.com/authid/detail.uri?origin=recordpage&authorId=57188622711&zone=relatedDocuments
https://www.scopus.com/record/display.uri?origin=recordpage&zone=relatedDocuments&eid=2-s2.0-85103378039&citeCnt=5&noHighlight=false&sort=plf-f&src=s&sid=78b9b7fefc139541158e899b08690ad0&sot=b&sdt=b&sl=102&s=TITLE-ABS-KEY%28Functional+profiling+of+bacterial+communities+in+Lake+Tuz+using+16S+rRNA+gene+sequences%29&relpos=1
https://www.scopus.com/authid/detail.uri?origin=recordpage&authorId=57222604853&zone=relatedDocuments
https://www.scopus.com/authid/detail.uri?origin=recordpage&authorId=57188622711&zone=relatedDocuments
https://www.scopus.com/authid/detail.uri?origin=recordpage&authorId=13205355000&zone=relatedDocuments
https://www.scopus.com/record/display.uri?origin=recordpage&zone=relatedDocuments&eid=2-s2.0-85071045107&citeCnt=5&noHighlight=false&sort=plf-f&src=s&sid=78b9b7fefc139541158e899b08690ad0&sot=b&sdt=b&sl=102&s=TITLE-ABS-KEY%28Functional+profiling+of+bacterial+communities+in+Lake+Tuz+using+16S+rRNA+gene+sequences%29&relpos=2
https://www.scopus.com/authid/detail.uri?origin=recordpage&authorId=57205339999&zone=relatedDocuments
https://www.scopus.com/authid/detail.uri?origin=recordpage&authorId=57188622711&zone=relatedDocuments
https://www.scopus.com/authid/detail.uri?origin=recordpage&authorId=13205355000&zone=relatedDocuments
https://www.scopus.com/search/submit/mlt.uri?eid=2-s2.0-85094837639&src=s&all=true&origin=recordpage&method=ref&zone=relatedDocuments
https://www.scopus.com/search/submit/mlt.uri?eid=2-s2.0-85094837639&src=s&all=true&origin=recordpage&method=aut&zone=relatedDocuments
https://www.scopus.com/search/submit/mlt.uri?eid=2-s2.0-85094837639&src=s&all=true&origin=recordpage&method=key&zone=relatedDocuments
https://www.scopus.com/record/iium.edu.my
https://www.scopus.com/home.uri?zone=header&origin=recordpage
https://www.scopus.com/search/form.uri?zone=TopNavBar&origin=recordpage&display=basic
https://www.scopus.com/sources.uri?zone=TopNavBar&origin=recordpage
https://www.scopus.com/results/storedList.uri?listId=myDocList&origin=recordpage&zone=TopNavBar
https://www.scival.com/home?dgcid=ScopusHeader
https://www.scopus.com/signin.uri?&origin=recordpage&zone=TopNavBar
https://www.scopus.com/signin.uri?origin=recordpage&zone=TopNavBar
https://www.scopus.com/signin.uri?origin=recordpage&zone=TopNavBar


Author keywords

16S  rRNA ; Lake  Tuz ; metagenomics; microbial communities ; pollutants degradation; predictive functional

tools

Indexed keywords

SciVal Topics

Metrics

Funding details

References (40)

Edbeib, M.F., Wahab, R.A., Huyop, F.




(2016) World Journal of Microbiology and Biotechnology, 32 (8), art. no. 135. 

.




doi: 10.1007/s11274-016-2081-9


Birbir, M., Ogan, A., Calli, B., Mertoglu, B.




(2004) World Journal of Microbiology and Biotechnology, 20 (6), pp. 613-621. 

.

doi: 10.1023/B:WIBI.0000043185.06176.b8


Birbir, M., Calli, B., Mertoglu, B., Bardavid, R.E., Oren, A., Ogmen, M.N., Ogan, A.




(2007) World Journal of Microbiology and Biotechnology, 23 (3), pp. 309-316. 

.

doi: 10.1007/s11274-006-9223-4


Mutlu, M.B., Martínez-García, M., Santos, F., Peña, A., Guven, K., Antón, J.



(Open Access)


(2008) FEMS Microbiology Ecology, 65 (3), pp. 474-483.  .

doi: 10.1111/j.1574-6941.2008.00510.x


Edbeib, M.F., Wahab, R.A., Kaya, Y., Huyop, F.



(2017) Annals of Microbiology, 67 (5), pp. 371-382.  .




doi: 10.1007/s13213-017-1266-2



▻View in search results format





 
 
 


All

CSV export  
Print 
E-mail 
Save to PDF Create bibliography

1

Halophiles: biology, adaptation, and their role in decontamination of
hypersaline environments

Cited 49
times
www.wkap.nl/journalhome.htm/0959-3993

View at Publisher

2

Enzyme characteristics of extremely halophilic archaeal community in
Tuzkoy Salt Mine, Turkey

Cited 36
times

View at Publisher

3

Extremely halophilic Archaea from Tuz Lake, Turkey, and the adjacent
Kaldirim and Kayacik salterns

Cited 59
times

View at Publisher

4

Prokaryotic diversity in Tuz Lake, a hypersaline environment in Inland
Turkey

Cited 76 times

View at Publisher

5

In silico characterization of a novel dehalogenase (DehHX) from the
halophile Pseudomonas halophila HX isolated from Tuz Gölü Lake,
Turkey: insights into a hypersaline-adapted dehalogenase

Cited 21 times
http://springerlink.com/content/121707/

View at Publisher

https://www.scopus.com/search/submit/references.uri?sort=plf-f&src=r&imp=t&sid=bf284d359fa338e818c6d44b3f28a908&sot=rec&sdt=citedreferences&sl=23&s=EID%282-s2.0-85094837639%29&origin=recordpage&citeCnt=1&citingId=2-s2.0-85094837639
https://www.scopus.com/record/display.uri?eid=2-s2.0-84976481051&origin=reflist&sort=plf-f&src=s&sid=78b9b7fefc139541158e899b08690ad0&sot=b&sdt=b&sl=102&s=TITLE-ABS-KEY%28Functional+profiling+of+bacterial+communities+in+Lake+Tuz+using+16S+rRNA+gene+sequences%29
https://www.scopus.com/search/submit/citedby.uri?eid=2-s2.0-85094837639&refeid=2-s2.0-84976481051&src=s&origin=reflist&refstat=core
https://www.scopus.com/record/www.wkap.nl/journalhome.htm/0959-3993
https://www.scopus.com/redirect/linking.uri?targetURL=https%3a%2f%2fdoi.org%2f10.1007%2fs11274-016-2081-9&locationID=3&categoryID=4&eid=2-s2.0-84976481051&issn=15730972&linkType=ViewAtPublisher&year=2016&origin=reflist&dig=6bd6f8f94415df0891458df7f390f140
https://www.scopus.com/record/display.uri?eid=2-s2.0-5444241459&origin=reflist&sort=plf-f&src=s&sid=78b9b7fefc139541158e899b08690ad0&sot=b&sdt=b&sl=102&s=TITLE-ABS-KEY%28Functional+profiling+of+bacterial+communities+in+Lake+Tuz+using+16S+rRNA+gene+sequences%29
https://www.scopus.com/search/submit/citedby.uri?eid=2-s2.0-85094837639&refeid=2-s2.0-5444241459&src=s&origin=reflist&refstat=core
https://www.scopus.com/redirect/linking.uri?targetURL=https%3a%2f%2fdoi.org%2f10.1023%2fB%3aWIBI.0000043185.06176.b8&locationID=3&categoryID=4&eid=2-s2.0-5444241459&issn=09593993&linkType=ViewAtPublisher&year=2004&origin=reflist&dig=c4a26c0c016e6871298a763a665e8cc4
https://www.scopus.com/record/display.uri?eid=2-s2.0-33847279910&origin=reflist&sort=plf-f&src=s&sid=78b9b7fefc139541158e899b08690ad0&sot=b&sdt=b&sl=102&s=TITLE-ABS-KEY%28Functional+profiling+of+bacterial+communities+in+Lake+Tuz+using+16S+rRNA+gene+sequences%29
https://www.scopus.com/search/submit/citedby.uri?eid=2-s2.0-85094837639&refeid=2-s2.0-33847279910&src=s&origin=reflist&refstat=core
https://www.scopus.com/redirect/linking.uri?targetURL=https%3a%2f%2fdoi.org%2f10.1007%2fs11274-006-9223-4&locationID=3&categoryID=4&eid=2-s2.0-33847279910&issn=09593993&linkType=ViewAtPublisher&year=2007&origin=reflist&dig=73452de647d521ca234a6a1675b61735
https://www.scopus.com/record/display.uri?eid=2-s2.0-49249108531&origin=reflist&sort=plf-f&src=s&sid=78b9b7fefc139541158e899b08690ad0&sot=b&sdt=b&sl=102&s=TITLE-ABS-KEY%28Functional+profiling+of+bacterial+communities+in+Lake+Tuz+using+16S+rRNA+gene+sequences%29
https://www.scopus.com/search/submit/citedby.uri?eid=2-s2.0-85094837639&refeid=2-s2.0-49249108531&src=s&origin=reflist&refstat=core
https://www.scopus.com/redirect/linking.uri?targetURL=https%3a%2f%2fdoi.org%2f10.1111%2fj.1574-6941.2008.00510.x&locationID=3&categoryID=4&eid=2-s2.0-49249108531&issn=01686496&linkType=ViewAtPublisher&year=2008&origin=reflist&dig=6946045984031b6b01bc8be2d91d0919
https://www.scopus.com/record/display.uri?eid=2-s2.0-85018394559&origin=reflist&sort=plf-f&src=s&sid=78b9b7fefc139541158e899b08690ad0&sot=b&sdt=b&sl=102&s=TITLE-ABS-KEY%28Functional+profiling+of+bacterial+communities+in+Lake+Tuz+using+16S+rRNA+gene+sequences%29
https://www.scopus.com/search/submit/citedby.uri?eid=2-s2.0-85094837639&refeid=2-s2.0-85018394559&src=s&origin=reflist&refstat=core
http://springerlink.com/content/121707/
https://www.scopus.com/redirect/linking.uri?targetURL=https%3a%2f%2fdoi.org%2f10.1007%2fs13213-017-1266-2&locationID=3&categoryID=4&eid=2-s2.0-85018394559&issn=18692044&linkType=ViewAtPublisher&year=2017&origin=reflist&dig=42f63030eda86ef64336289eeb3f8d05


Edbeib, M.F., Aksoy, H.M., Kaya, Y., Wahab, R.A., Huyop, F.




(2020) Journal of Biomolecular Structure and Dynamics, 38 (12), pp. 3452-3461. 

.




doi: 10.1080/07391102.2019.1657498


Tremblay, J., Singh, K., Fern, A., Kirton, E.S., He, S., Woyke, T., Lee, J., (...), Tringe, S.G.



(Open Access)


(2015) Frontiers in Microbiology, 6 (AUG), art. no. 771.  .




doi: 10.3389/fmicb.2015.00771


Klindworth, A., Pruesse, E., Schweer, T., Peplies, J., Quast, C., Horn, M., Glöckner, F.O.



(Open Access)


(2013) Nucleic Acids Research, 41 (1), p. e1.  .

doi: 10.1093/nar/gks808


Vargas-Albores, F., Martínez-Córdova, L.R., Martínez-Porchas, M., Calderón, K., Lago-
Lestón, A.




(2019) Biotechnology and Genetic Engineering Reviews, 35 (1), pp. 69-91.  .




doi: 10.1080/02648725.2018.1513230


Huse, S.M., Dethlefsen, L., Huber, J.A., Welch, D.M., Relman, D.A., Sogin, M.L.



(Open Access)


(2008) PLoS Genetics, 4 (11), art. no. e1000255.  .




doi: 10.1371/journal.pgen.1000255


Zaikova, E., Goerlitz, D.S., Tighe, S.W., Wagner, N.Y., Bai, Y., Hall, B.L., Bevilacqua,
J.G., (...), Johnson, S.S.



(Open Access)


(2019) Frontiers in Ecology and Evolution, 7 (JAN), art. no. 1.  .




doi: 10.3389/fevo.2019.00001


Narayan, N.R., Weinmaier, T., Laserna-Mendieta, E.J., Claesson, M.J., Shanahan,
F., Dabbagh, K., Iwai, S., (...), Desantis, T.Z.



(Open Access)


(2020) BMC Genomics, 21 (1), art. no. 56.  .




doi: 10.1186/s12864-019-6427-1


6

Haloadaptation: insights from comparative modeling studies between
halotolerant and non-halotolerant dehalogenases

Cited 7
times
http://www.tandfonline.com/loi/tbsd20

View at Publisher

7

Primer and platform effects on 16S rRNA tag sequencing

Cited 275 times
http://journal.frontiersin.org/article/10.3389/fmicb.2015.00771/full

View at Publisher

8

Evaluation of general 16S ribosomal RNA gene PCR primers for classical
and next-generation sequencing-based diversity studies

Cited 3212 times

View at Publisher

9

Functional metagenomics: a tool to gain knowledge for agronomic and
veterinary sciences

Cited 3 times
http://www.tandfonline.com/toc/tbah20/current

View at Publisher

10

Exploring microbial diversity and taxonomy using SSU rRNA
hypervariable tag sequencing

Cited 697 times
http://www.plosgenetics.org/article/fetchObjectAttachment.action?
uri=info%3Adoi%2F10.1371%2Fjournal.pgen.1000255&representation=PDF

View at Publisher

11

Antarctic relic microbial mat community revealed by metagenomics and
metatranscriptomics

Cited 7 times
https://doi.org/10.3389/fevo.2019.00001

View at Publisher

12

Piphillin predicts metagenomic composition and dynamics from
DADA2-corrected 16S rDNA sequences

Cited 12 times
http://www.biomedcentral.com/bmcgenomics

View at Publisher

https://www.scopus.com/record/display.uri?eid=2-s2.0-85072023098&origin=reflist&sort=plf-f&src=s&sid=78b9b7fefc139541158e899b08690ad0&sot=b&sdt=b&sl=102&s=TITLE-ABS-KEY%28Functional+profiling+of+bacterial+communities+in+Lake+Tuz+using+16S+rRNA+gene+sequences%29
https://www.scopus.com/search/submit/citedby.uri?eid=2-s2.0-85094837639&refeid=2-s2.0-85072023098&src=s&origin=reflist&refstat=core
http://www.tandfonline.com/loi/tbsd20
https://www.scopus.com/redirect/linking.uri?targetURL=https%3a%2f%2fdoi.org%2f10.1080%2f07391102.2019.1657498&locationID=3&categoryID=4&eid=2-s2.0-85072023098&issn=15380254&linkType=ViewAtPublisher&year=2020&origin=reflist&dig=095401b9ec93dddac525d466d644254f
https://www.scopus.com/record/display.uri?eid=2-s2.0-84940984953&origin=reflist&sort=plf-f&src=s&sid=78b9b7fefc139541158e899b08690ad0&sot=b&sdt=b&sl=102&s=TITLE-ABS-KEY%28Functional+profiling+of+bacterial+communities+in+Lake+Tuz+using+16S+rRNA+gene+sequences%29
https://www.scopus.com/search/submit/citedby.uri?eid=2-s2.0-85094837639&refeid=2-s2.0-84940984953&src=s&origin=reflist&refstat=core
http://journal.frontiersin.org/article/10.3389/fmicb.2015.00771/full
https://www.scopus.com/redirect/linking.uri?targetURL=https%3a%2f%2fdoi.org%2f10.3389%2ffmicb.2015.00771&locationID=3&categoryID=4&eid=2-s2.0-84940984953&issn=1664302X&linkType=ViewAtPublisher&year=2015&origin=reflist&dig=b3650e6826b27cd41337ec3bf452f0e9
https://www.scopus.com/record/display.uri?eid=2-s2.0-84871808499&origin=reflist&sort=plf-f&src=s&sid=78b9b7fefc139541158e899b08690ad0&sot=b&sdt=b&sl=102&s=TITLE-ABS-KEY%28Functional+profiling+of+bacterial+communities+in+Lake+Tuz+using+16S+rRNA+gene+sequences%29
https://www.scopus.com/search/submit/citedby.uri?eid=2-s2.0-85094837639&refeid=2-s2.0-84871808499&src=s&origin=reflist&refstat=core
https://www.scopus.com/redirect/linking.uri?targetURL=https%3a%2f%2fdoi.org%2f10.1093%2fnar%2fgks808&locationID=3&categoryID=4&eid=2-s2.0-84871808499&issn=03051048&linkType=ViewAtPublisher&year=2013&origin=reflist&dig=eb203218d00f694bc28cc267ba15e349
https://www.scopus.com/record/display.uri?eid=2-s2.0-85053497719&origin=reflist&sort=plf-f&src=s&sid=78b9b7fefc139541158e899b08690ad0&sot=b&sdt=b&sl=102&s=TITLE-ABS-KEY%28Functional+profiling+of+bacterial+communities+in+Lake+Tuz+using+16S+rRNA+gene+sequences%29
https://www.scopus.com/search/submit/citedby.uri?eid=2-s2.0-85094837639&refeid=2-s2.0-85053497719&src=s&origin=reflist&refstat=core
http://www.tandfonline.com/toc/tbah20/current
https://www.scopus.com/redirect/linking.uri?targetURL=https%3a%2f%2fdoi.org%2f10.1080%2f02648725.2018.1513230&locationID=3&categoryID=4&eid=2-s2.0-85053497719&issn=20465556&linkType=ViewAtPublisher&year=2019&origin=reflist&dig=6159d4c2bf184a45f6bacbfca4edf8e0
https://www.scopus.com/record/display.uri?eid=2-s2.0-57149093416&origin=reflist&sort=plf-f&src=s&sid=78b9b7fefc139541158e899b08690ad0&sot=b&sdt=b&sl=102&s=TITLE-ABS-KEY%28Functional+profiling+of+bacterial+communities+in+Lake+Tuz+using+16S+rRNA+gene+sequences%29
https://www.scopus.com/search/submit/citedby.uri?eid=2-s2.0-85094837639&refeid=2-s2.0-57149093416&src=s&origin=reflist&refstat=core
http://www.plosgenetics.org/article/fetchObjectAttachment.action?uri=info%3Adoi%2F10.1371%2Fjournal.pgen.1000255&representation=PDF
https://www.scopus.com/redirect/linking.uri?targetURL=https%3a%2f%2fdoi.org%2f10.1371%2fjournal.pgen.1000255&locationID=3&categoryID=4&eid=2-s2.0-57149093416&issn=15537390&linkType=ViewAtPublisher&year=2008&origin=reflist&dig=eea281e44784216540b2e9cea428ec07
https://www.scopus.com/record/display.uri?eid=2-s2.0-85068446458&origin=reflist&sort=plf-f&src=s&sid=78b9b7fefc139541158e899b08690ad0&sot=b&sdt=b&sl=102&s=TITLE-ABS-KEY%28Functional+profiling+of+bacterial+communities+in+Lake+Tuz+using+16S+rRNA+gene+sequences%29
https://www.scopus.com/search/submit/citedby.uri?eid=2-s2.0-85094837639&refeid=2-s2.0-85068446458&src=s&origin=reflist&refstat=core
https://doi.org/10.3389/fevo.2019.00001
https://www.scopus.com/redirect/linking.uri?targetURL=https%3a%2f%2fdoi.org%2f10.3389%2ffevo.2019.00001&locationID=3&categoryID=4&eid=2-s2.0-85068446458&issn=2296701X&linkType=ViewAtPublisher&year=2019&origin=reflist&dig=84e02920506f463b8b04fbf6a0fcb94f
https://www.scopus.com/record/display.uri?eid=2-s2.0-85077974827&origin=reflist&sort=plf-f&src=s&sid=78b9b7fefc139541158e899b08690ad0&sot=b&sdt=b&sl=102&s=TITLE-ABS-KEY%28Functional+profiling+of+bacterial+communities+in+Lake+Tuz+using+16S+rRNA+gene+sequences%29
https://www.scopus.com/search/submit/citedby.uri?eid=2-s2.0-85094837639&refeid=2-s2.0-85077974827&src=s&origin=reflist&refstat=core
http://www.biomedcentral.com/bmcgenomics
https://www.scopus.com/redirect/linking.uri?targetURL=https%3a%2f%2fdoi.org%2f10.1186%2fs12864-019-6427-1&locationID=3&categoryID=4&eid=2-s2.0-85077974827&issn=14712164&linkType=ViewAtPublisher&year=2020&origin=reflist&dig=d2454b3652051d1e36406de3c8884948


Mise, K., Fujita, K., Kunito, T., Senoo, K., Otsuka, S.



(Open Access)


(2018) Microbes and Environments, 33 (3), pp. 282-289.  .




doi: 10.1264/jsme2.ME18043


Mallick, H., Franzosa, E.A., Mclver, L.J., Banerjee, S., Sirota-Madi, A., Kostic, A.D., Clish,
C.B., (...), Huttenhower, C.



(Open Access)


(2019) Nature Communications, 10 (1), art. no. 3136.  .




doi: 10.1038/s41467-019-10927-1


Langille, M.G.I., Zaneveld, J., Caporaso, J.G., McDonald, D., Knights, D., Reyes,
J.A., Clemente, J.C., (...), Huttenhower, C.



(Open Access)


(2013) Nature Biotechnology, 31 (9), pp. 814-821.  .

doi: 10.1038/nbt.2676


Muslem, W.H., Edbeib, M.F., Aksoy, H.M., Kaya, Y., Hamid, A.A.A., Hood, M.H.M., Wahab,
R.A., (...), Huyop, F.




(2020) Journal of Biomolecular Structure and Dynamics, 38 (11), pp. 3432-3441. 

.




doi: 10.1080/07391102.2019.1655482


Oyewusi, H.A., Wahab, R.A., Kaya, Y., Edbeib, M.F., Huyop, F.



(Open Access)


(2020) Catalysts, 10 (6), art. no. 651.  .




doi: 10.3390/catal10060651


Heidarrezaei, M., Shokravi, H., Huyop, F., Koloor, S.S.R., Petrů, M.



(Open Access)


(2020) Applied Sciences (Switzerland), 10 (13), art. no. 4593.  .




doi: 10.3390/app10134593


Muslem, W.H., Edbeib, M.F., Wahab, R.A., Khalili, E., Zakaria, I.I., Huyop, F.




(2017) Malaysian Journal of Microbiology, 13 (4), pp. 298-307.  .





Association, A.P.H., Association, A.W.W., Federation, W.P.C.

(1915) Standard methods for the examination of water and wastewater, 2.  .

American Public Health Association,.,. USA:,; University of Illinois at Urbana-Champaign


 

13

Phosphorus-mineralizing communities reflect nutrient-rich
characteristics in Japanese arable andisols

Cited 11 times
https://www.jstage.jst.go.jp/article/jsme2/33/3/33_ME18043/_pdf

View at Publisher

14

Predictive metabolomic profiling of microbial communities using
amplicon or metagenomic sequences

Cited 45 times
http://www.nature.com/ncomms/index.html

View at Publisher

15

Predictive functional profiling of microbial communities using 16S rRNA
marker gene sequences

Cited 4364 times

View at Publisher

16

Biodegradation of 3-chloropropionic acid (3-CP) by Bacillus cereus WH2
and its in silico enzyme-substrate docking analysis

Cited 9
times
http://www.tandfonline.com/loi/tbsd20

View at Publisher

17

Alternative bioremediation agents against haloacids, haloacetates and
chlorpyrifos using novel halogen-degrading bacterial isolates from the
hypersaline lake tuz

Cited 10 times
https://www.mdpi.com/2073-4344/10/6/651/pdf

View at Publisher

18

Isolation and characterization of a novel bacterium from the marine
environment for trichloroacetic acid bioremediation

Cited 8 times
https://res.mdpi.com/d_attachment/applsci/applsci-10-04593/article_deploy/applsci-10-
04593-v2.pdf

View at Publisher

19

The potential of a novel β-specific dehalogenase from Bacillus cereus
WH2 as a bioremediation agent for the removal of β-haloalkanoic acids

Cited 4 times
https://mjm.usm.my/

20
Cited 477 times

https://www.scopus.com/record/display.uri?eid=2-s2.0-85054402846&origin=reflist&sort=plf-f&src=s&sid=78b9b7fefc139541158e899b08690ad0&sot=b&sdt=b&sl=102&s=TITLE-ABS-KEY%28Functional+profiling+of+bacterial+communities+in+Lake+Tuz+using+16S+rRNA+gene+sequences%29
https://www.scopus.com/search/submit/citedby.uri?eid=2-s2.0-85094837639&refeid=2-s2.0-85054402846&src=s&origin=reflist&refstat=core
https://www.jstage.jst.go.jp/article/jsme2/33/3/33_ME18043/_pdf
https://www.scopus.com/redirect/linking.uri?targetURL=https%3a%2f%2fdoi.org%2f10.1264%2fjsme2.ME18043&locationID=3&categoryID=4&eid=2-s2.0-85054402846&issn=13474405&linkType=ViewAtPublisher&year=2018&origin=reflist&dig=6a35f7f5ce73e25eb68b55e6520830b9
https://www.scopus.com/record/display.uri?eid=2-s2.0-85069442556&origin=reflist&sort=plf-f&src=s&sid=78b9b7fefc139541158e899b08690ad0&sot=b&sdt=b&sl=102&s=TITLE-ABS-KEY%28Functional+profiling+of+bacterial+communities+in+Lake+Tuz+using+16S+rRNA+gene+sequences%29
https://www.scopus.com/search/submit/citedby.uri?eid=2-s2.0-85094837639&refeid=2-s2.0-85069442556&src=s&origin=reflist&refstat=core
http://www.nature.com/ncomms/index.html
https://www.scopus.com/redirect/linking.uri?targetURL=https%3a%2f%2fdoi.org%2f10.1038%2fs41467-019-10927-1&locationID=3&categoryID=4&eid=2-s2.0-85069442556&issn=20411723&linkType=ViewAtPublisher&year=2019&origin=reflist&dig=660d625d27f47d376dc9da4d849f10e5
https://www.scopus.com/record/display.uri?eid=2-s2.0-84884127512&origin=reflist&sort=plf-f&src=s&sid=78b9b7fefc139541158e899b08690ad0&sot=b&sdt=b&sl=102&s=TITLE-ABS-KEY%28Functional+profiling+of+bacterial+communities+in+Lake+Tuz+using+16S+rRNA+gene+sequences%29
https://www.scopus.com/search/submit/citedby.uri?eid=2-s2.0-85094837639&refeid=2-s2.0-84884127512&src=s&origin=reflist&refstat=core
https://www.scopus.com/redirect/linking.uri?targetURL=https%3a%2f%2fdoi.org%2f10.1038%2fnbt.2676&locationID=3&categoryID=4&eid=2-s2.0-84884127512&issn=10870156&linkType=ViewAtPublisher&year=2013&origin=reflist&dig=004b9c8f493ef1c1f877ce960a8672f0
https://www.scopus.com/record/display.uri?eid=2-s2.0-85071045107&origin=reflist&sort=plf-f&src=s&sid=78b9b7fefc139541158e899b08690ad0&sot=b&sdt=b&sl=102&s=TITLE-ABS-KEY%28Functional+profiling+of+bacterial+communities+in+Lake+Tuz+using+16S+rRNA+gene+sequences%29
https://www.scopus.com/search/submit/citedby.uri?eid=2-s2.0-85094837639&refeid=2-s2.0-85071045107&src=s&origin=reflist&refstat=core
http://www.tandfonline.com/loi/tbsd20
https://www.scopus.com/redirect/linking.uri?targetURL=https%3a%2f%2fdoi.org%2f10.1080%2f07391102.2019.1655482&locationID=3&categoryID=4&eid=2-s2.0-85071045107&issn=15380254&linkType=ViewAtPublisher&year=2020&origin=reflist&dig=3f107655c636600c59f29d66bc6acb0e
https://www.scopus.com/record/display.uri?eid=2-s2.0-85086341302&origin=reflist&sort=plf-f&src=s&sid=78b9b7fefc139541158e899b08690ad0&sot=b&sdt=b&sl=102&s=TITLE-ABS-KEY%28Functional+profiling+of+bacterial+communities+in+Lake+Tuz+using+16S+rRNA+gene+sequences%29
https://www.scopus.com/search/submit/citedby.uri?eid=2-s2.0-85094837639&refeid=2-s2.0-85086341302&src=s&origin=reflist&refstat=core
https://www.mdpi.com/2073-4344/10/6/651/pdf
https://www.scopus.com/redirect/linking.uri?targetURL=https%3a%2f%2fdoi.org%2f10.3390%2fcatal10060651&locationID=3&categoryID=4&eid=2-s2.0-85086341302&issn=20734344&linkType=ViewAtPublisher&year=2020&origin=reflist&dig=169974bde73e4da00417eefab955a9f4
https://www.scopus.com/record/display.uri?eid=2-s2.0-85087805326&origin=reflist&sort=plf-f&src=s&sid=78b9b7fefc139541158e899b08690ad0&sot=b&sdt=b&sl=102&s=TITLE-ABS-KEY%28Functional+profiling+of+bacterial+communities+in+Lake+Tuz+using+16S+rRNA+gene+sequences%29
https://www.scopus.com/search/submit/citedby.uri?eid=2-s2.0-85094837639&refeid=2-s2.0-85087805326&src=s&origin=reflist&refstat=core
https://res.mdpi.com/d_attachment/applsci/applsci-10-04593/article_deploy/applsci-10-04593-v2.pdf
https://www.scopus.com/redirect/linking.uri?targetURL=https%3a%2f%2fdoi.org%2f10.3390%2fapp10134593&locationID=3&categoryID=4&eid=2-s2.0-85087805326&issn=20763417&linkType=ViewAtPublisher&year=2020&origin=reflist&dig=4068d019cde529064d99674a82e141f5
https://www.scopus.com/record/display.uri?eid=2-s2.0-85062960942&origin=reflist&sort=plf-f&src=s&sid=78b9b7fefc139541158e899b08690ad0&sot=b&sdt=b&sl=102&s=TITLE-ABS-KEY%28Functional+profiling+of+bacterial+communities+in+Lake+Tuz+using+16S+rRNA+gene+sequences%29
https://www.scopus.com/search/submit/citedby.uri?eid=2-s2.0-85094837639&refeid=2-s2.0-85062960942&src=s&origin=reflist&refstat=core
https://mjm.usm.my/
https://www.scopus.com/search/submit/citedby.uri?eid=2-s2.0-85094837639&refeid=2-s2.0-42649087944&src=s&origin=reflist&refstat=dummy


Lane, D.J.

16S/23S rRNA sequencing

(1991) Nucleic acid techniques in bacterial systematics, pp. 115-175.  .

Stackebrandt E., Goodfellow M., (eds), New York: Wiley,. In:, editors.,. p


 

Yoon, S.-H., Ha, S.-M., Kwon, S., Lim, J., Kim, Y., Seo, H., Chun, J.



(Open Access)


(2017) International Journal of Systematic and Evolutionary Microbiology, 67 (5), art. no.
001755, pp. 1613-1617.  .




doi: 10.1099/ijsem.0.001755


Bolger, A.M., Lohse, M., Usadel, B.



(Open Access)


(2014) Bioinformatics, 30 (15), pp. 2114-2120.  .




doi: 10.1093/bioinformatics/btu170


Edgar, R.C., Haas, B.J., Clemente, J.C., Quince, C., Knight, R.


(Open Access)


(2011) Bioinformatics, 27 (16), pp. 2194-2200.  .




doi: 10.1093/bioinformatics/btr381


Edgar, R.C.




(2013) Nature Methods, 10 (10), pp. 996-998.  .

doi: 10.1038/nmeth.2604


Quast, C., Pruesse, E., Yilmaz, P., Gerken, J., Schweer, T., Yarza, P., Peplies, J., (...), Glöckner,
F.O.



(Open Access)


(2013) Nucleic Acids Research, 41 (D1), pp. D590-D596.  .

doi: 10.1093/nar/gks1219


Schloss, P.D., Westcott, S.L., Ryabin, T., Hall, J.R., Hartmann, M., Hollister,
E.B., Lesniewski, R.A., (...), Weber, C.F.



(Open Access)


(2009) Applied and Environmental Microbiology, 75 (23), pp. 7537-7541. 

.




doi: 10.1128/AEM.01541-09


Douglas, G.M., Maffei, V.J., Zaneveld, J.

PICRUSt2: an improved and extensible approach for metagenome inference

(2019) bioRxiv, 10, p. 672295.  .


 

21

Cited 10012 times

22

Introducing EzBioCloud: A taxonomically united database of 16S rRNA
gene sequences and whole-genome assemblies

Cited 2961 times
http://ijs.microbiologyresearch.org/deliver/fulltext/ijsem/67/5/1613_ijsem001755.pdf?
itemId=/content/journal/ijsem/10.1099/ijsem.0.001755&mimeType=pdf&isFastTrackArticle
=

View at Publisher

23

Trimmomatic: A flexible trimmer for Illumina sequence data

Cited 18665 times
http://bioinformatics.oxfordjournals.org/

View at Publisher

24

UCHIME improves sensitivity and speed of chimera detection

Cited 8376 times
http://bioinformatics.oxfordjournals.org/

View at Publisher

25

UPARSE: Highly accurate OTU sequences from microbial amplicon
reads

Cited 6670 times

View at Publisher

26

The SILVA ribosomal RNA gene database project: Improved data
processing and web-based tools

Cited 9035 times

View at Publisher

27

Introducing mothur: Open-source, platform-independent, community-
supported software for describing and comparing microbial
communities

Cited 12419
times
http://aem.asm.org/cgi/reprint/75/23/7537

View at Publisher

28

Cited 238 times

https://www.scopus.com/search/submit/citedby.uri?eid=2-s2.0-85094837639&refeid=2-s2.0-0001857117&src=s&origin=reflist&refstat=dummy
https://www.scopus.com/record/display.uri?eid=2-s2.0-85013809817&origin=reflist&sort=plf-f&src=s&sid=78b9b7fefc139541158e899b08690ad0&sot=b&sdt=b&sl=102&s=TITLE-ABS-KEY%28Functional+profiling+of+bacterial+communities+in+Lake+Tuz+using+16S+rRNA+gene+sequences%29
https://www.scopus.com/search/submit/citedby.uri?eid=2-s2.0-85094837639&refeid=2-s2.0-85013809817&src=s&origin=reflist&refstat=core
http://ijs.microbiologyresearch.org/deliver/fulltext/ijsem/67/5/1613_ijsem001755.pdf?itemId=/content/journal/ijsem/10.1099/ijsem.0.001755&mimeType=pdf&isFastTrackArticle=
https://www.scopus.com/redirect/linking.uri?targetURL=https%3a%2f%2fdoi.org%2f10.1099%2fijsem.0.001755&locationID=3&categoryID=4&eid=2-s2.0-85013809817&issn=14665026&linkType=ViewAtPublisher&year=2017&origin=reflist&dig=4d4c7ac400d4f30659e8dff3e8f005ad
https://www.scopus.com/record/display.uri?eid=2-s2.0-84905049901&origin=reflist&sort=plf-f&src=s&sid=78b9b7fefc139541158e899b08690ad0&sot=b&sdt=b&sl=102&s=TITLE-ABS-KEY%28Functional+profiling+of+bacterial+communities+in+Lake+Tuz+using+16S+rRNA+gene+sequences%29
https://www.scopus.com/search/submit/citedby.uri?eid=2-s2.0-85094837639&refeid=2-s2.0-84905049901&src=s&origin=reflist&refstat=core
http://bioinformatics.oxfordjournals.org/
https://www.scopus.com/redirect/linking.uri?targetURL=https%3a%2f%2fdoi.org%2f10.1093%2fbioinformatics%2fbtu170&locationID=3&categoryID=4&eid=2-s2.0-84905049901&issn=14602059&linkType=ViewAtPublisher&year=2014&origin=reflist&dig=798965140f192cf77167718334128b34
https://www.scopus.com/record/display.uri?eid=2-s2.0-79961181125&origin=reflist&sort=plf-f&src=s&sid=78b9b7fefc139541158e899b08690ad0&sot=b&sdt=b&sl=102&s=TITLE-ABS-KEY%28Functional+profiling+of+bacterial+communities+in+Lake+Tuz+using+16S+rRNA+gene+sequences%29
https://www.scopus.com/search/submit/citedby.uri?eid=2-s2.0-85094837639&refeid=2-s2.0-79961181125&src=s&origin=reflist&refstat=core
http://bioinformatics.oxfordjournals.org/
https://www.scopus.com/redirect/linking.uri?targetURL=https%3a%2f%2fdoi.org%2f10.1093%2fbioinformatics%2fbtr381&locationID=3&categoryID=4&eid=2-s2.0-79961181125&issn=14602059&linkType=ViewAtPublisher&year=2011&origin=reflist&dig=c5c68a3f891870ea88d0257dae034580
https://www.scopus.com/record/display.uri?eid=2-s2.0-84884904719&origin=reflist&sort=plf-f&src=s&sid=78b9b7fefc139541158e899b08690ad0&sot=b&sdt=b&sl=102&s=TITLE-ABS-KEY%28Functional+profiling+of+bacterial+communities+in+Lake+Tuz+using+16S+rRNA+gene+sequences%29
https://www.scopus.com/search/submit/citedby.uri?eid=2-s2.0-85094837639&refeid=2-s2.0-84884904719&src=s&origin=reflist&refstat=core
https://www.scopus.com/redirect/linking.uri?targetURL=https%3a%2f%2fdoi.org%2f10.1038%2fnmeth.2604&locationID=3&categoryID=4&eid=2-s2.0-84884904719&issn=15487091&linkType=ViewAtPublisher&year=2013&origin=reflist&dig=810fd7e7e2942c711ac428e0aa680b68
https://www.scopus.com/record/display.uri?eid=2-s2.0-84873739311&origin=reflist&sort=plf-f&src=s&sid=78b9b7fefc139541158e899b08690ad0&sot=b&sdt=b&sl=102&s=TITLE-ABS-KEY%28Functional+profiling+of+bacterial+communities+in+Lake+Tuz+using+16S+rRNA+gene+sequences%29
https://www.scopus.com/search/submit/citedby.uri?eid=2-s2.0-85094837639&refeid=2-s2.0-84873739311&src=s&origin=reflist&refstat=core
https://www.scopus.com/redirect/linking.uri?targetURL=https%3a%2f%2fdoi.org%2f10.1093%2fnar%2fgks1219&locationID=3&categoryID=4&eid=2-s2.0-84873739311&issn=03051048&linkType=ViewAtPublisher&year=2013&origin=reflist&dig=fd9f713ffe74d24dabd7cd14da1fa867
https://www.scopus.com/record/display.uri?eid=2-s2.0-72949107142&origin=reflist&sort=plf-f&src=s&sid=78b9b7fefc139541158e899b08690ad0&sot=b&sdt=b&sl=102&s=TITLE-ABS-KEY%28Functional+profiling+of+bacterial+communities+in+Lake+Tuz+using+16S+rRNA+gene+sequences%29
https://www.scopus.com/search/submit/citedby.uri?eid=2-s2.0-85094837639&refeid=2-s2.0-72949107142&src=s&origin=reflist&refstat=core
http://aem.asm.org/cgi/reprint/75/23/7537
https://www.scopus.com/redirect/linking.uri?targetURL=https%3a%2f%2fdoi.org%2f10.1128%2fAEM.01541-09&locationID=3&categoryID=4&eid=2-s2.0-72949107142&issn=00992240&linkType=ViewAtPublisher&year=2009&origin=reflist&dig=aefb5d3deb20a5b71e2c84926cfc764a
https://www.scopus.com/search/submit/citedby.uri?eid=2-s2.0-85094837639&refeid=2-s2.0-85074666780&src=s&origin=reflist&refstat=dummy


Louca, S., Doebeli, M.




(2018) Bioinformatics, 34 (6), pp. 1053-1055.  .




doi: 10.1093/bioinformatics/btx701


Jacob, J.H., Hussein, E.I., Shakhatreh, M.A.K., Cornelison, C.T.



(Open Access)


(2017) MicrobiologyOpen, 6 (5), art. no. e00500.  .




doi: 10.1002/mbo3.500


Wang, X., Wang, X., Liu, M., Zhou, L., Gu, Z., Zhao, J.




(2016) Desalination and Water Treatment, 57 (42), pp. 19768-19775.  .




doi: 10.1080/19443994.2015.1106984


Tipayno, S.C., Truu, J., Samaddar, S., Truu, M., Preem, J.-K., Oopkaup, K., Espenberg,
M., (...), Sa, T.



(Open Access)


(2018) Ecology and Evolution, 8 (12), pp. 6157-6168.  .




doi: 10.1002/ece3.4170


Hao, B., Wu, H., Li, W., Xing, W.




(2020) Ecological Indicators, 110, art. no. 105898.  .




doi: 10.1016/j.ecolind.2019.105898


Jing, Y., Zhang, F., He, Y., Kung, H.-T., Johnson, V.C., Arikena, M.




(2020) Ecological Indicators, 110, art. no. 105874.  .




doi: 10.1016/j.ecolind.2019.105874


Edbeib, M.F.A., Wahab, R.A., Huyop, F.




(2016) Bioremediation Journal, 20 (2), pp. 89-97.  .


doi: 10.1080/10889868.2015.1114464


29

Efficient comparative phylogenetics on large trees

Cited 96 times
http://bioinformatics.oxfordjournals.org/

View at Publisher

30

Microbial community analysis of the hypersaline water of the Dead Sea
using high-throughput amplicon sequencing

Cited 18 times
http://onlinelibrary.wiley.com/journal/10.1002/(ISSN)2045-8827

View at Publisher

31

Bioremediation of marine oil pollution by Brevundimonas diminuta:
effect of salinity and nutrients

Cited 16 times
http://www.tandfonline.com/toc/tdwt20/current

View at Publisher

32

The bacterial community structure and functional profile in the heavy
metal contaminated paddy soils, surrounding a nonferrous smelter in
South Korea

Cited 31 times
http://onlinelibrary.wiley.com/journal/10.1002/(ISSN)2045-7758

View at Publisher

33

Periphytic algae mediate interactions between neighbor and target
submerged macrophytes along a nutrient gradient

Cited 5 times
http://www.elsevier.com/locate/ecolind

View at Publisher

34

Assessment of spatial and temporal variation of ecological environment
quality in Ebinur Lake Wetland National Nature Reserve, Xinjiang, China

Cited 26 times
http://www.elsevier.com/locate/ecolind

View at Publisher

35

Characterization of an α-haloalkanoic acid-degrading Pseudomonas
aeruginosa MX1 isolated from contaminated seawater

Cited 16 times
www.tandf.co.uk/journals/titles/10889868.asp

View at Publisher

https://www.scopus.com/record/display.uri?eid=2-s2.0-85042860739&origin=reflist&sort=plf-f&src=s&sid=78b9b7fefc139541158e899b08690ad0&sot=b&sdt=b&sl=102&s=TITLE-ABS-KEY%28Functional+profiling+of+bacterial+communities+in+Lake+Tuz+using+16S+rRNA+gene+sequences%29
https://www.scopus.com/search/submit/citedby.uri?eid=2-s2.0-85094837639&refeid=2-s2.0-85042860739&src=s&origin=reflist&refstat=core
http://bioinformatics.oxfordjournals.org/
https://www.scopus.com/redirect/linking.uri?targetURL=https%3a%2f%2fdoi.org%2f10.1093%2fbioinformatics%2fbtx701&locationID=3&categoryID=4&eid=2-s2.0-85042860739&issn=14602059&linkType=ViewAtPublisher&year=2018&origin=reflist&dig=9556320db26171e13c160c775739c918
https://www.scopus.com/record/display.uri?eid=2-s2.0-85021829943&origin=reflist&sort=plf-f&src=s&sid=78b9b7fefc139541158e899b08690ad0&sot=b&sdt=b&sl=102&s=TITLE-ABS-KEY%28Functional+profiling+of+bacterial+communities+in+Lake+Tuz+using+16S+rRNA+gene+sequences%29
https://www.scopus.com/search/submit/citedby.uri?eid=2-s2.0-85094837639&refeid=2-s2.0-85021829943&src=s&origin=reflist&refstat=core
http://onlinelibrary.wiley.com/journal/10.1002/(ISSN)2045-8827
https://www.scopus.com/redirect/linking.uri?targetURL=https%3a%2f%2fdoi.org%2f10.1002%2fmbo3.500&locationID=3&categoryID=4&eid=2-s2.0-85021829943&issn=20458827&linkType=ViewAtPublisher&year=2017&origin=reflist&dig=2bc01bae69370dbc8950e8aef59a9ad2
https://www.scopus.com/record/display.uri?eid=2-s2.0-84946429605&origin=reflist&sort=plf-f&src=s&sid=78b9b7fefc139541158e899b08690ad0&sot=b&sdt=b&sl=102&s=TITLE-ABS-KEY%28Functional+profiling+of+bacterial+communities+in+Lake+Tuz+using+16S+rRNA+gene+sequences%29
https://www.scopus.com/search/submit/citedby.uri?eid=2-s2.0-85094837639&refeid=2-s2.0-84946429605&src=s&origin=reflist&refstat=core
http://www.tandfonline.com/toc/tdwt20/current
https://www.scopus.com/redirect/linking.uri?targetURL=https%3a%2f%2fdoi.org%2f10.1080%2f19443994.2015.1106984&locationID=3&categoryID=4&eid=2-s2.0-84946429605&issn=19443986&linkType=ViewAtPublisher&year=2016&origin=reflist&dig=9be6296062c9b8868d476154c1189cf9
https://www.scopus.com/record/display.uri?eid=2-s2.0-85049251975&origin=reflist&sort=plf-f&src=s&sid=78b9b7fefc139541158e899b08690ad0&sot=b&sdt=b&sl=102&s=TITLE-ABS-KEY%28Functional+profiling+of+bacterial+communities+in+Lake+Tuz+using+16S+rRNA+gene+sequences%29
https://www.scopus.com/search/submit/citedby.uri?eid=2-s2.0-85094837639&refeid=2-s2.0-85049251975&src=s&origin=reflist&refstat=core
http://onlinelibrary.wiley.com/journal/10.1002/(ISSN)2045-7758
https://www.scopus.com/redirect/linking.uri?targetURL=https%3a%2f%2fdoi.org%2f10.1002%2fece3.4170&locationID=3&categoryID=4&eid=2-s2.0-85049251975&issn=20457758&linkType=ViewAtPublisher&year=2018&origin=reflist&dig=85f7a545a5c60652839383ff7d7ac535
https://www.scopus.com/record/display.uri?eid=2-s2.0-85075004860&origin=reflist&sort=plf-f&src=s&sid=78b9b7fefc139541158e899b08690ad0&sot=b&sdt=b&sl=102&s=TITLE-ABS-KEY%28Functional+profiling+of+bacterial+communities+in+Lake+Tuz+using+16S+rRNA+gene+sequences%29
https://www.scopus.com/search/submit/citedby.uri?eid=2-s2.0-85094837639&refeid=2-s2.0-85075004860&src=s&origin=reflist&refstat=core
http://www.elsevier.com/locate/ecolind
https://www.scopus.com/redirect/linking.uri?targetURL=https%3a%2f%2fdoi.org%2f10.1016%2fj.ecolind.2019.105898&locationID=3&categoryID=4&eid=2-s2.0-85075004860&issn=1470160X&linkType=ViewAtPublisher&year=2020&origin=reflist&dig=5c615d6cc8d5cea65a162a036be79fc0
https://www.scopus.com/record/display.uri?eid=2-s2.0-85074407030&origin=reflist&sort=plf-f&src=s&sid=78b9b7fefc139541158e899b08690ad0&sot=b&sdt=b&sl=102&s=TITLE-ABS-KEY%28Functional+profiling+of+bacterial+communities+in+Lake+Tuz+using+16S+rRNA+gene+sequences%29
https://www.scopus.com/search/submit/citedby.uri?eid=2-s2.0-85094837639&refeid=2-s2.0-85074407030&src=s&origin=reflist&refstat=core
http://www.elsevier.com/locate/ecolind
https://www.scopus.com/redirect/linking.uri?targetURL=https%3a%2f%2fdoi.org%2f10.1016%2fj.ecolind.2019.105874&locationID=3&categoryID=4&eid=2-s2.0-85074407030&issn=1470160X&linkType=ViewAtPublisher&year=2020&origin=reflist&dig=06d87086e8941b535541524aa4fb4bab
https://www.scopus.com/record/display.uri?eid=2-s2.0-84961927052&origin=reflist&sort=plf-f&src=s&sid=78b9b7fefc139541158e899b08690ad0&sot=b&sdt=b&sl=102&s=TITLE-ABS-KEY%28Functional+profiling+of+bacterial+communities+in+Lake+Tuz+using+16S+rRNA+gene+sequences%29
https://www.scopus.com/search/submit/citedby.uri?eid=2-s2.0-85094837639&refeid=2-s2.0-84961927052&src=s&origin=reflist&refstat=core
https://www.scopus.com/record/www.tandf.co.uk/journals/titles/10889868.asp
https://www.scopus.com/redirect/linking.uri?targetURL=https%3a%2f%2fdoi.org%2f10.1080%2f10889868.2015.1114464&locationID=3&categoryID=4&eid=2-s2.0-84961927052&issn=15476529&linkType=ViewAtPublisher&year=2016&origin=reflist&dig=9060c400e32d38a3d9633ec49960282f



 1 of 1

Khosrowabadi, E., Huyop, F.




(2014) Bioremediation Journal, 18 (1), pp. 20-27.  .

doi: 10.1080/10889868.2013.834868


Role of biotechnology bioremediation. In: , Handbook of Research on Uncovering New
Methods for Ecosystem Management Through Bioremediation. Eds., Singh SO, Srivastava
K. IGI Global, Pennsylvania, USA. 2015; 399–432


 

Parte, S.G., Mohekar, A.D., Kharat, A.S.

Microbial degradation of pesticide: a review
(2017) Afr J Microbiol Res, 11 (24), pp. 992-1012.  .


 

Akcay, K., Kaya, Y.



(Open Access)


(2019) Biotechnology and Biotechnological Equipment, 33 (1), pp. 945-953. 

.




doi: 10.1080/13102818.2019.1631717


Nemati, M., Abdulghader, M.F., Gicana, R.G., Sinoro Lamis, R.J., Ibrahim, N., Abdul
Hamid, A.A., Huyop, F.




(2013) Malaysian Journal of Microbiology, 9 (3), pp. 253-259.  .





 Huyop, F.; Department of Biosciences, Faculty of Science, Universiti Teknologi Malaysia, 81310
UTM Johor Bahru, Johor, Malaysia; email: 



 Kaya, Y.; Department of Biosciences, Faculty of Science, Universiti Teknologi Malaysia, 81310
UTM Johor Bahru, Johor, Malaysia; email: 


© Copyright 2020 Elsevier B.V., All rights reserved.

36

Screening and characterization of several 2,2-dicholoropropionic acid-
degrading bacteria isolated from marine sediment of danga bay and east
coast of Singapore Island

Cited 11 times

View at Publisher

37

38

Cited 44 times

39

Isolation, characterization and molecular identification of a halotolerant
Bacillus megaterium CTBmeg1 able to grow on halogenated
compounds

Cited 10
times
http://www.tandfonline.com/loi/tbeq20#.Vx8TFE1f3cs

View at Publisher

40

Identification of putative Cof-like hydrolase associated with
dehalogenase in Enterobacter cloacae MN1 isolated from the
contaminated sea-side area of the Philippines

Cited 8 times
http://web.usm.my/mjm/issues/vol9no3/Research%208.pdf

 
fahrul@utm.my

 
yilmaz.kaya@omu.edu.tr

◅
Back to results 
Top of page

About Scopus

What is Scopus

Content coverage

Scopus blog

Scopus API

Privacy matters

Language

日本語に切り替える
切换到简体中文

切換到繁體中文

Русский язык

Customer Service

Help

Contact us




Copyright © . All rights reserved. Scopus® is a registered trademark of Elsevier B.V.
We use cookies to help provide and enhance our service and tailor content. By continuing, you agree to the .

↗Terms and conditions
 ↗Privacy policy


↗Elsevier B.V 
use of cookies 


https://www.scopus.com/record/display.uri?eid=2-s2.0-84892172255&origin=reflist&sort=plf-f&src=s&sid=78b9b7fefc139541158e899b08690ad0&sot=b&sdt=b&sl=102&s=TITLE-ABS-KEY%28Functional+profiling+of+bacterial+communities+in+Lake+Tuz+using+16S+rRNA+gene+sequences%29
https://www.scopus.com/search/submit/citedby.uri?eid=2-s2.0-85094837639&refeid=2-s2.0-84892172255&src=s&origin=reflist&refstat=core
https://www.scopus.com/redirect/linking.uri?targetURL=https%3a%2f%2fdoi.org%2f10.1080%2f10889868.2013.834868&locationID=3&categoryID=4&eid=2-s2.0-84892172255&issn=10889868&linkType=ViewAtPublisher&year=2014&origin=reflist&dig=e1168f1843f9993f4412da60f5d79584
https://www.scopus.com/search/submit/citedby.uri?eid=2-s2.0-85094837639&refeid=2-s2.0-85046762600&src=s&origin=reflist&refstat=dummy
https://www.scopus.com/record/display.uri?eid=2-s2.0-85075758794&origin=reflist&sort=plf-f&src=s&sid=78b9b7fefc139541158e899b08690ad0&sot=b&sdt=b&sl=102&s=TITLE-ABS-KEY%28Functional+profiling+of+bacterial+communities+in+Lake+Tuz+using+16S+rRNA+gene+sequences%29
https://www.scopus.com/search/submit/citedby.uri?eid=2-s2.0-85094837639&refeid=2-s2.0-85075758794&src=s&origin=reflist&refstat=core
http://www.tandfonline.com/loi/tbeq20#.Vx8TFE1f3cs
https://www.scopus.com/redirect/linking.uri?targetURL=https%3a%2f%2fdoi.org%2f10.1080%2f13102818.2019.1631717&locationID=3&categoryID=4&eid=2-s2.0-85075758794&issn=13102818&linkType=ViewAtPublisher&year=2019&origin=reflist&dig=683f242124f602cde04316d0ec3573c8
https://www.scopus.com/record/display.uri?eid=2-s2.0-84886697487&origin=reflist&sort=plf-f&src=s&sid=78b9b7fefc139541158e899b08690ad0&sot=b&sdt=b&sl=102&s=TITLE-ABS-KEY%28Functional+profiling+of+bacterial+communities+in+Lake+Tuz+using+16S+rRNA+gene+sequences%29
https://www.scopus.com/search/submit/citedby.uri?eid=2-s2.0-85094837639&refeid=2-s2.0-84886697487&src=s&origin=reflist&refstat=core
http://web.usm.my/mjm/issues/vol9no3/Research%208.pdf
mailto:fahrul@utm.my
mailto:yilmaz.kaya@omu.edu.tr
https://www.scopus.com/results/results.uri?sort=plf-f&src=s&sid=78b9b7fefc139541158e899b08690ad0&sot=b&sdt=b&sl=102&s=TITLE-ABS-KEY%28Functional+profiling+of+bacterial+communities+in+Lake+Tuz+using+16S+rRNA+gene+sequences%29&offset=1&origin=recordpage
https://www.elsevier.com/online-tools/scopus?dgcid=RN_AGCM_Sourced_300005030
https://www.elsevier.com/online-tools/scopus/content-overview/?dgcid=RN_AGCM_Sourced_300005030
https://blog.scopus.com/
https://dev.elsevier.com/
https://www.elsevier.com/about/our-business/policies/privacy-principles?dgcid=RN_AGCM_Sourced_300005030
https://www.scopus.com/personalization/switch/Japanese.uri?origin=recordpage&zone=footer&locale=ja_JP
https://www.scopus.com/personalization/switch/Chinese.uri?origin=recordpage&zone=footer&locale=zh_CN
https://www.scopus.com/personalization/switch/Chinese.uri?origin=recordpage&zone=footer&locale=zh_TW
https://www.scopus.com/personalization/switch/Russian.uri?origin=recordpage&zone=footer&locale=ru_RU
https://www.scopus.com/standard/contactUs.uri?pageOrigin=footer
https://www.scopus.com/standard/contactForm.uri?pageOrigin=footer
https://www.elsevier.com/?dgcid=RN_AGCM_Sourced_300005030
https://www.elsevier.com/locate/termsandconditions?dgcid=RN_AGCM_Sourced_300005030
https://www.elsevier.com/locate/privacypolicy?dgcid=RN_AGCM_Sourced_300005030
https://www.elsevier.com/?dgcid=RN_AGCM_Sourced_300005030
https://www.scopus.com/cookies/policy.uri
http://www.relx.com/

