9/22/2020 Bacillus sp. (in: Bacteria) strain LH1 16S ribosomal RNA gene, partial - Nucleotide - NCBI

Nucleotide v
COVID-19 is an emerging, rapidly evolving situation.
Get the latest public health information from CDC: https://www.coronavirus.gov .
Get the latest research from NIH: https://www.nih.gov/coronavirus.
Find NCBI SARS-CoV-2 literature, sequence, and clinical content: https://www.ncbi.nim.nih.gov/sars-cov-2/.
GenBank

Bacillus sp. (in: Bacteria) strain LH1 16S ribosomal RNA gene, partial sequence

GenBank: MT645486.1
FASTA  Graphics

Go to:

LOCUS MT645486 889 bp DNA linear BCT 25-JUN-2020

DEFINITION Bacillus sp. (in: Bacteria) strain LH1 16S ribosomal RNA gene,
partial sequence.

ACCESSION  MT645486

VERSION MT645486.1
KEYWORDS .
SOURCE Bacillus sp. (in: Bacteria)

ORGANISM Bacillus sp. (in: Bacteria)
Bacteria; Firmicutes; Bacilli; Bacillales; Bacillaceae; Bacillus.
REFERENCE 1 (bases 1 to 889)
AUTHORS Hamid,T.H.T.A. and Hasan,N.
TITLE Direct Submission
JOURNAL  Submitted (20-JUN-2020) Biotechnology, International Islamic
University Malaysia, Jalan Istana, Kuantan, Pahang 25200, Malaysia

COMMENT ##Assembly-Data-START#i#
Sequencing Technology :: Sanger dideoxy sequencing
##Assembly-Data-END##
FEATURES Location/Qualifiers
source 1..889

/organism="Bacillus sp. (in: Bacteria)"
/mol_type="genomic DNA"
/strain="LH1"
/isolation_source="hot spring"
/db_xref="taxon:1409"
/country="Malaysia"
/collection_date="24-Jun-2016"
rRNA <1..>889
/product="16S ribosomal RNA"
ORIGIN
1 atgtgagacc cccgcgtctc accggagagt ctcatggaac cggaatcctg agcgcagaag
61 agagtggatt tcccacgtgt agcggtgaag tgcgtagaga tgaggaagaa ctcctgtggt
121 gaaggcgact ctatgctcgg taactgacgc tgaggcgcga aagcgtgggg agcgaacagg
181 attagatacc gtggtagtcc acgccgtaaa cgatgagtgc taagtgttag agggtttccg
241 ccctttagtg ctgcagcaaa cgcattaagc actccgectg gggagtacgg tcgcaagact
301 gaaactcaaa ggaattgacg ggggcccgca caagcggtgg agcatgtggt ttaattcgaa
361 gcaacgcgaa gaaccttacc aggtcttgac atcctctgac aaccctagag atagggcttc
421 cccttcgggg gcagagtgac aggtggtgca tggttgtcgt cagctcgtgt cgtgagatgt
481 tgggttaagt cccgcaacga gcgcaaccct tgatcttagt tgccagcatt cagttgggea
541 ctctaaggtg actgccggtg acaaaccgga ggaaggtggg gatgacgtca aatcatcatg
601 ccccttatga cctgggctac acacgtgcta caatgggcag aacaaagggc agcgaagccg
661 cgaggctaag ccaatcccac aaatctgttc tcagttcgga tcgcagtctg caactcgact
721 gcgtgaagct ggaatcgcta gtaatcgecgg atcagcatge cgecggtgaat acgttcccgg
781 gccttgtaca caccgcccgt cacaccacga gagtttgtaa cacccgaagt cggtgaggta
841 accttttgga gccagccgec gaaggtggga cagatgatgg gggaagtcg
//

https://www.ncbi.nlm.nih.gov/nuccore/MT645486



9/22/2020 Bacillus sp. (in: Bacteria) strain LH2 16S ribosomal RNA gene, partial - Nucleotide - NCBI

Nucleotide v
COVID-19 is an emerging, rapidly evolving situation.
Get the latest public health information from CDC: https://www.coronavirus.gov .
Get the latest research from NIH: https://www.nih.gov/coronavirus.
Find NCBI SARS-CoV-2 literature, sequence, and clinical content: https://www.ncbi.nim.nih.gov/sars-cov-2/.
GenBank

Bacillus sp. (in: Bacteria) strain LH2 16S ribosomal RNA gene, partial sequence

GenBank: MT645483.1
FASTA  Graphics

Go to:

LOCUS MT645483 1377 bp DNA linear BCT 25-JUN-2020

DEFINITION Bacillus sp. (in: Bacteria) strain LH2 16S ribosomal RNA gene,
partial sequence.

ACCESSION  MT645483

VERSION MT645483.1
KEYWORDS .
SOURCE Bacillus sp. (in: Bacteria)

ORGANISM Bacillus sp. (in: Bacteria)
Bacteria; Firmicutes; Bacilli; Bacillales; Bacillaceae; Bacillus.
REFERENCE 1 (bases 1 to 1377)
AUTHORS Hamid,T.H.T.A. and Hasan,N.
TITLE Direct Submission
JOURNAL  Submitted (20-JUN-2020) Biotechnology, International Islamic
University Malaysia, Jalan Istana, Kuantan, Pahang 25200, Malaysia

COMMENT ##Assembly-Data-START#i#
Sequencing Technology :: Sanger dideoxy sequencing
##Assembly-Data-END##
FEATURES Location/Qualifiers
source 1..1377

/organism="Bacillus sp. (in: Bacteria)"
/mol_type="genomic DNA"
/strain="LH2"
/isolation_source="hot spring"
/db_xref="taxon:1409"
/collection_date="24-Jun-2016"
rRNA <1..>1377
/product="16S ribosomal RNA"
ORIGIN
1 cccctttaaa antgggaaat ctccgggaaa cgcgggctta tacccggggn cttgtttgga
61 cccccaggtt ccaatcttaa aaggtgcctt ttagttaccc cttccagatg gaccccgggg
121 ccattaatta gttggtgagg taacggctcc ccaaggggac gatgggtacc cgacctggaa
181 gggtgatcgg ccccactggg actgagacac ggcccagatt cctacgggag gcagcagtag
241 ggaatcttcc gcaatggacg aaagtctgac ggagcaacgc cgcgtgagtg atgaaggttt
301 tcggatcgta aaactctgtt gttagggaag aacaagtacc gttcgaatag ggcggtacct
361 tgacggtacc taaccagaaa gccacggcta actacgtgcc agcagccgcg gtaatacgta
421 ggtggcaagc gttgtccgga attattgggc gtaaagcgeg cgcaggeggt ttcttaagtc
481 tgatgtgaaa gcccccgget caaccgggga gggtcattgg aaactgggga acttgagtgc
541 agaagaggag agtggaattc cacgtgtagc ggtgaaatgc gtagagatgt ggaggaacac
601 cagtggcgaa ggcgactctc tggtctgtaa ctgacgctga ggcgecgaaag cgtggggagce
661 gaacaggatt agataccctg gtagtccacg ccgtaaacga tgagtgctaa gtgttagagg
721 gtttccgeccc tttagtgctg cagcaaacgc attaagcact ccgecctgggg agtacggtcg
781 caagactgaa actcaaagga attgacgggg gcccgcacaa gcggtggage atgtggttta
841 attcgaagca acgcgaagaa ccttaccagg tcttgacatc ctctgacaac cctagagata
901 gggcttcccc ttcgggggca gagtgacagg tggtgcatgg ttgtcgtcag ctegtgtegt
961 gagatgttgg gttaagtccc gcaacgagcg caacccttga tcttagttgec cagcattcag
1021 ttgggcactc taaggtgact gccggtgaca aaccggagga aggtggggat gacgtcaaat
1081 catcatgccc cttatgacct gggctacaca cgtgctacaa tgggcagaac aaagggcagc
1141 gaagccgcga ggctaagcca atcccacaaa tctgttctca gttcggatcg cagtctgcaa
1201 ctcgactgcg tgaagctgga atcgctagta atcgcggatc agcatgccge ggtgaatacg
1261 ttcccgggcc ttgtacacac cgcccgtcac accacgagag tttgtaacac ccgaagtcgg
1321 tgaggtaacc ttttggagcc agccgccgaa ggtgggacag atgattgggg gaagtcg
//

https://www.ncbi.nlm.nih.gov/nuccore/MT645483



9/22/2020 Bacillus sp. (in: Bacteria) strain LH3 16S ribosomal RNA gene, partial - Nucleotide - NCBI

Nucleotide v
COVID-19 is an emerging, rapidly evolving situation.
Get the latest public health information from CDC: https://www.coronavirus.gov .
Get the latest research from NIH: https://www.nih.gov/coronavirus.
Find NCBI SARS-CoV-2 literature, sequence, and clinical content: https://www.ncbi.nim.nih.gov/sars-cov-2/.
GenBank

Bacillus sp. (in: Bacteria) strain LH3 16S ribosomal RNA gene, partial sequence

GenBank: MT645484.1
FASTA  Graphics

Go to:

LOCUS MT645484 1248 bp DNA linear BCT 25-JUN-2020

DEFINITION Bacillus sp. (in: Bacteria) strain LH3 16S ribosomal RNA gene,
partial sequence.

ACCESSION MT645484

VERSION MT645484.1
KEYWORDS .
SOURCE Bacillus sp. (in: Bacteria)

ORGANISM Bacillus sp. (in: Bacteria)
Bacteria; Firmicutes; Bacilli; Bacillales; Bacillaceae; Bacillus.
REFERENCE 1 (bases 1 to 1248)
AUTHORS Hamid,T.H.T.A. and Hasan,N.
TITLE Direct Submission
JOURNAL  Submitted (20-JUN-2020) Biotechnology, International Islamic
University Malaysia, Jalan Istana, Kuantan, Pahang 25200, Malaysia

COMMENT ##Assembly-Data-START#i#
Sequencing Technology :: Sanger dideoxy sequencing
##Assembly-Data-END##
FEATURES Location/Qualifiers
source 1..1248

/organism="Bacillus sp. (in: Bacteria)"
/mol_type="genomic DNA"
/strain="LH3"
/isolation_source="hot spring"
/db_xref="taxon:1409"
/collection_date="24-Jun-2016"
rRNA <1..>1248
/product="16S ribosomal RNA"
ORIGIN
1 taacggctcc cccaagggga cggatgecgtt acccgacctg gagagggttg attggccccc
61 actggggatt gaggccacgg ccccagattc cttacgggag gcaaccagha gggaatcttt
121 ccgcaatgga cgaaaattct gacggagcaa cccccgecttg agtgatgaag gttttcggat
181 cgtaaaactt tgttgttagg gaagaccaag taccgttcga atagggcggt accttgacgg
241 tacctaacca gaaagccacg gctaactacg tgccagcage cgcggtaata cgtaggtggce
301 aagcgttgtc cggaattatt gggcgtaaag cgcgecgecagg cggtttctta agtctgatgt
361 gaaagccccc ggctcaaccg gggagggtca ttggaaactg gggaacttga gtgcagaaga
421 ggagagtgga attccacgtg tagcggtgaa atgcgtagag atgtggagga acaccagtgg
481 cgaaggcgac tctctggtct gtaactgacg ctgaggcgecg aaagcgtggg gagcgaacag
541 gattagatac cctggtagtc cacgccgtaa acgatgagtg ctaagtgtta gagggtttcc
601 gccctttagt gctgcagcaa acgcattaag cactccgect ggggagtacg gtcgcaagac
661 tgaaactcaa aggaattgac gggggcccgc acaagcggtg gagcatgtgg tttaattcga
721 agcaacgcga agaaccttac caggtcttga catcctctga caaccctaga gatagggctt
781 ccccttcggg ggcagagtga caggtggtge atggttgtcg tcagectcgtg tcgtgagatg
841 ttgggttaag tcccgcaacg agcgcaaccc ttgatcttag ttgccagcat tcagttggge
901 actctaaggt gactgccggt gacaaaccgg aggaaggtgg ggatgacgtc aaatcatcat
961 gccccttatg acctgggcta cacacgtgct acaatgggca gaacaaaggg cagcgaagcc
1021 gcgaggctaa gccaatccca caaatctgtt ctcagttcgg atcgcagtct gcaactcgac
1081 tgcgtgaagc tggaatcgct agtaatcgcg gatcagcatg ccgcggtgaa tacgttcccg
1141 ggccttgtac acaccgcccg tcacaccacg agagtttgta acacccgaag tcggtgaggt
1201 aaccttttgg agccagccgc cgaaggtggg acagatgatg ggggaagt
//

https://www.ncbi.nlm.nih.gov/nuccore/MT645484



9/22/2020 Bacillus sp. (in: Bacteria) strain LH4 16S ribosomal RNA gene, partial - Nucleotide - NCBI

Nucleotide v
COVID-19 is an emerging, rapidly evolving situation.
Get the latest public health information from CDC: https://www.coronavirus.gov .
Get the latest research from NIH: https://www.nih.gov/coronavirus.
Find NCBI SARS-CoV-2 literature, sequence, and clinical content: https://www.ncbi.nim.nih.gov/sars-cov-2/.
GenBank

Bacillus sp. (in: Bacteria) strain LH4 16S ribosomal RNA gene, partial sequence

GenBank: MT645485.1
FASTA  Graphics

Go to:

LOCUS MT645485 1377 bp DNA linear BCT 25-JUN-2020

DEFINITION Bacillus sp. (in: Bacteria) strain LH4 16S ribosomal RNA gene,
partial sequence.

ACCESSION  MT645485

VERSION MT645485.1
KEYWORDS .
SOURCE Bacillus sp. (in: Bacteria)

ORGANISM Bacillus sp. (in: Bacteria)
Bacteria; Firmicutes; Bacilli; Bacillales; Bacillaceae; Bacillus.
REFERENCE 1 (bases 1 to 1377)
AUTHORS Hamid,T.H.T.A. and Hasan,N.
TITLE Direct Submission
JOURNAL  Submitted (20-JUN-2020) Biotechnology, International Islamic
University Malaysia, Jalan Istana, Kuantan, Pahang 25200, Malaysia

COMMENT ##Assembly-Data-START#i#
Sequencing Technology :: Sanger dideoxy sequencing
##Assembly-Data-END##
FEATURES Location/Qualifiers
source 1..1377

/organism="Bacillus sp. (in: Bacteria)"
/mol_type="genomic DNA"
/strain="LH4"
/isolation_source="hot spring"
/db_xref="taxon:1409"
/collection_date="24-Jun-2016"
rRNA <1..>1377
/product="16S ribosomal RNA"
ORIGIN
1 ttaagcnggn gaatctcccg ggaaacacgg ggttataccc ggganctttt tttaaccccc
61 atggttccaa tcttaaaaag ggggctttta gctcccactt ccaagatggc cccgggggec
121 tttagctagt tggtgaggta acggctcccc caaggggacg atgcgtaccc cccctgagag
181 gttattggcc ccactgggaa tgagacacgg cccagattct tacgggaggc agcagtaggg
241 attcttccgc aatggacgaa agtctgacgg agcaacgccg cgtgagtgat gaaggttttc
301 ggatcgtaaa actctgttgt tagggaagaa caagtaccgt tcgaataggg cggtaccttg
361 acggtaccta accagaaagc cacggctaac tacgtgccag cagccgcggt aatacgtagg
421 tggcaagcgt tgtccggaat tattgggecgt aaagcgcgeg caggeggttt cttaagtctg
481 atgtgaaagc ccccggctca accggggagg gtcattggaa actggggaac ttgagtgcag
541 aagaggagag tggaattcca cgtgtagcgg tgaaatgcgt agagatgtgg aggaacacca
601 gtggcgaagg cgactctctg gtctgtaact gacgctgagg cgcgaaagecg tggggagega
661 acaggattag ataccctggt agtccacgcc gtaaacgatg agtgctaagt gttagagggt
721 ttccgccctt tagtgectgca gcaaacgcat taagcactcc gcctggggag tacggtcgcea
781 agactgaaac tcaaaggaat tgacgggggc ccgcacaagc ggtggagcat gtggtttaat
841 tcgaagcaac gcgaagaacc ttaccaggtc ttgacatcct ctgacaaccc tagagatagg
901 gcttcccctt cgggggeaga gtgacaggtg gtgcatggtt gtcgtcaget cgtgtcgtga
961 gatgttgggt taagtcccgc aacgagcgca acccttgatc ttagttgcca gcattcagtt
1021 gggcactcta aggtgactgc cggtgacaaa ccggaggaag gtggggatga cgtcaaatca
1081 tcatgcccct tatgacctgg gctacacacg tgctacaatg ggcagaacaa agggcagcga
1141 agccgcgagg ctaagccaat cccacaaatc tgttctcagt tcggatcgca gtctgcaact
1201 cgactgcgtg aagctggaat cgctagtaat cgcggatcag catgccgegg tgaatacgtt
1261 cccgggcctt gtacacaccg cccgtcacac cacgagagtt tgtaacaccc gaagtcggtg
1321 aggtaacctt ttggagccag ccgccgaagg tgggacagat gattggggga agtcgaa
//

https://www.ncbi.nlm.nih.gov/nuccore/MT645485



9/22/2020 Bacillus sp. (in: Bacteria) strain LH5 16S ribosomal RNA gene, partial - Nucleotide - NCBI

Nucleotide v
COVID-19 is an emerging, rapidly evolving situation.
Get the latest public health information from CDC: https://www.coronavirus.gov .
Get the latest research from NIH: https://www.nih.gov/coronavirus.
Find NCBI SARS-CoV-2 literature, sequence, and clinical content: https://www.ncbi.nim.nih.gov/sars-cov-2/.
GenBank

Bacillus sp. (in: Bacteria) strain LH5 16S ribosomal RNA gene, partial sequence

GenBank: MT645487.1
FASTA  Graphics

Go to:

LOCUS MT645487 1228 bp DNA linear BCT 25-JUN-2020

DEFINITION Bacillus sp. (in: Bacteria) strain LH5 16S ribosomal RNA gene,
partial sequence.

ACCESSION MT645487

VERSION MT645487.1
KEYWORDS .
SOURCE Bacillus sp. (in: Bacteria)

ORGANISM Bacillus sp. (in: Bacteria)
Bacteria; Firmicutes; Bacilli; Bacillales; Bacillaceae; Bacillus.
REFERENCE 1 (bases 1 to 1228)
AUTHORS Hamid,T.H.T.A. and Hasan,N.
TITLE Direct Submission
JOURNAL  Submitted (20-JUN-2020) Biotechnology, International Islamic
University Malaysia, Jalan Istana, Kuantan, Pahang 25200, Malaysia

COMMENT ##Assembly-Data-START#i#
Sequencing Technology :: Sanger dideoxy sequencing
##Assembly-Data-END##
FEATURES Location/Qualifiers
source 1..1228

/organism="Bacillus sp. (in: Bacteria)"
/mol_type="genomic DNA"
/strain="LH5"
/isolation_source="hot spring"
/db_xref="taxon:1409"
/country="Malaysia"
/collection_date="24-Jun-2016"
rRNA <1..>1228
/product="16S ribosomal RNA"
ORIGIN
1 gcgggtctat aatgcagtcg agcggacaga tgggagcttg ctccctgatg ttagecggegg
61 acgggtgagt aacacgtggg taacctgcct gtaagactgg gataactccg ggaaaccggg
121 gctaataccg gatggttgtt tgaaccgcat ggttcaaaca taaaaggtgg cttcggctac
181 cacttacaga tggacccgcg gcgcattage tagttggtga ggtaacggct caccaaggeg
241 acgatgcgta gccgacctga gagggtgatc ggccacactg ggactgagac acggcccaga
301 ctcctacggg aggcagcagt agggaatctt ccgcaatgga cgaaagtctg acggagcaac
361 gccgegtgag tgatgaaggt tttcggatcg taaagctctg ttgttaggga agaacaagta
421 ccgttcgaat agggcggtac cttgacggta cctaaccaga aagccacggc taactacgtg
481 ccagcagccg cggtaatacg taggtggcaa gegttgtccg gaattattgg gcgtaaaggg
541 ctcgcaggecg gtttcttaag tctgatgtga aacccccgge tcaccgggga gggeattgga
601 aactggggaa cttgagtgca gaagaggaga gtggaattcc cgtgtagcgg tgaatgcgta
661 gagatgtgga ggaaaccagt ggcgaagcga ctctctggtc tgtactgacg ctgaggageg
721 aaagcgtggg gagcgaacag gattagatac cctggtagtc cacgccgcta acgatgagtg
781 ctaagtgtta gggggttccg ccccttagtg ctgcagctaa cgcattaagec actccgectg
841 gggagtacgg tcgcaagact gagactcaca aggattgaca cggggcccge acaageggtg
901 gagcatgtgg gtttattcga agcaacgcga agaaccttac caggtcttga catcctctga
961 caatccctaa agataggacg tcccccttcc tggggcaaag tgacacggtg tggcatggtt
1021 gtcgtcacct cccgtccgtg aaatgttggg ttaagttccc caacaagcge aacccttgat
1081 cttagttgcc agcattcaat tgggcacctt aagggactgc ggtgaacaac cgaggaaggt
1141 gggagacgtc aatcacatgc cctttgactg ggtacccctg taaatggaaa acaagggacg
1201 aaccccgggt aaccatccca aattgttc
//

https://www.ncbi.nlm.nih.gov/nuccore/MT645487



9/22/2020 Geobacillus kaustophilus strain B2B2 16S ribosomal RNA gene, partial s - Nucleotide - NCBI

Nucleotide v
COVID-19 is an emerging, rapidly evolving situation.
Get the latest public health information from CDC: https://www.coronavirus.gov .
Get the latest research from NIH: https://www.nih.gov/coronavirus.
Find NCBI SARS-CoV-2 literature, sequence, and clinical content: https://www.ncbi.nim.nih.gov/sars-cov-2/.
GenBank

Geobacillus kaustophilus strain B2B2 16S ribosomal RNA gene, partial sequence

GenBank: MT668631.1
FASTA  Graphics

Go to:

Locus MT668631 1423 bp DNA linear  BCT 30-JUN-2020

DEFINITION Geobacillus kaustophilus strain B2B2 16S ribosomal RNA gene,
partial sequence.

ACCESSION  MT668631

VERSION MT668631.1
KEYWORDS .
SOURCE Geobacillus kaustophilus

ORGANISM Geobacillus kaustophilus
Bacteria; Firmicutes; Bacilli; Bacillales; Bacillaceae;
Geobacillus; Geobacillus thermoleovorans group.

REFERENCE 1 (bases 1 to 1423)

AUTHORS  Tengku Abdul Hamid,T.H. and Abidin,N.A.Z.

TITLE Direct Submission

JOURNAL  Submitted (25-JUN-2020) Biotechnology, International Islamic
University Malaysia, Jalan Istana, Kuantan, Pahang 25200, Malaysia

COMMENT ##Assembly-Data-START##
Sequencing Technology :: Sanger dideoxy sequencing
##Assembly-Data-END##
FEATURES Location/Qualifiers
source 1..1423

/organism="Geobacillus kaustophilus"
/mol_type="genomic DNA"
/strain="B2B2"
/isolation_source="hot spring"
/db_xref="taxon:1462"
/country="Malaysia: Pahang"
/collection_date="04-Jan-2011"
/collected_by="Tengku Haziyamin"
/identified_by="Nur Asimah"
rRNA <1..>1423
/product="16S ribosomal RNA"
ORIGIN
1 tgcagtcgag cggaccaaat cggagcttgg tctgatttgg tcagcggcgg acgggtgagt
61 aacacgtggg caacctgccc gccagaccgg gataactccg ggaaaccgga gctaataccg
121 gataacaccg aagaccgcat ggtctttggt tgaaaggcgg cctttggctg tcacttgegg
181 atgggcccgc ggcgcattag ctagttggtg aggtaacgge tcaccaaggc gacaatgegt
241 aacccgcctg agagggtgac cggccacact gggactgaga cacggcccag actcctacgg
301 gaggcagcag tagggaatct tccgcaatgg gcgaaagcct gacggaacga ccccgegtga
361 gcgaagaagg ccttcgggtc gtaaagctct gttgtgaggg acgaaggagc cccgttcgaa
421 gagggcggeg cggtgacggt acctcacgag gaagccccgg ctaactacgt gccagcagcec
481 gcggtaatac gtagggggecg agecgttgtcc ggaattattg ggcgtaaagc gcgegeagge
541 ggttccttaa gtctgatgtg aaagcccacg gctcaaccgt ggagggtcat tggaaactgg
601 gggacttgag tgcaggagag gagagcggaa ttccacgtgt agcggtgaaa tgcgtagaga
661 tgtggaggaa caccagtggc gaaggcggct ctctggectg caactgacge tgaggcgega
721 aagcgtgggg agcaaacagg attagatacc ctggtagtcc acgccgtaaa cgatgagtgc
781 taagtgttag aggggtcaca ccctttagtg ctgcagctaa cgcgataagec actccgectg
841 gggagtacgg ccgcaaggct gaaactcaaa ggaattgacg ggggcccgca caageggtgg
901 agcatgtggt ttaattcgaa gcaacgcgaa gaaccttacc aggtcttgac atcccctgac
961 aacccaagag attgggcgtt cccccttcgg ggggacaggg tgacaggtgg tgcagggttg
1021 tcgtcagctc gtgtcctgaa atgttgggtt aagtcccgca acgagcgcaa ccctcccctc
1081 tagttgccag cacgaaggtg ggcactctaa agggactgcc ggcaacaagt cgaaggaagg
1141 tggggatgac gtcaaatcat catgcccctt atgacctggg ctaaacacgt gctacaatgg
1201 gcggtacaaa gggctgcgaa cccgcgaggg ggagcgaatc ccaaaaagcc getctcagtt
1261 cggattgcag gctgcaactc gecctgecatga agccggaatc gctagtaatc gecggatcagce
1321 atgccgcggt gaatacgtta ccgggccttg tacacaccgc ccgtcacacc acgagagctt
1381 gcatcacccg aagtcggtgt ggtatccctt acgggagcca ccc
//

https://www.ncbi.nlm.nih.gov/nuccore/MT668631



9/22/2020

Nucleotide v

GenBank

Geobacillus thermoleovorans strain S1B4 16S ribosomal RNA gene, partial sequence
GenBank: MT668632.1

FASTA  Graphics

Go to:

LOCUS MT668632

Geobacillus thermoleovorans strain S1B4 16S ribosomal RNA gene, partia - Nucleotide - NCBI

1313 bp

COVID-19 is an emerging, rapidly evolving situation.

Get the latest public health information from CDC: https://www.coronavirus.gov .

Get the latest research from NIH: https://www.nih.gov/coronavirus.

Find NCBI SARS-CoV-2 literature, sequence, and clinical content: https://www.ncbi.nim.nih.gov/sars-cov-2/.

DNA

linear

BCT 30-JUN-2020

DEFINITION Geobacillus thermoleovorans strain S1B4 16S ribosomal RNA gene,
partial sequence.

ACCESSION  MT668632

VERSION MT668632.1
KEYWORDS .
SOURCE Geobacillus thermoleovorans

ORGANISM Geobacillus thermoleovorans

Bacteria; Firmicutes; Bacilli; Bacillales; Bacillaceae;
Geobacillus; Geobacillus thermoleovorans group.

REFERENCE 1 (bases 1 to 1313)

AUTHORS  Tengku Abdul Hamid,T.H. and Abidin,N.A.Z.
TITLE Direct Submission
JOURNAL  Submitted (25-JUN-2020) Biotechnology, International Islamic

University Malaysia, Jalan Istana, Kuantan, Pahang 25200, Malaysia

COMMENT ##Assembly-Data-START##

Sequencing Technology ::

##Assembly-Data-END##
Location/Qualifiers

FEATURES
source

ORIGIN

1 agaggcggac

61 gaaaccggag
121 ctttggetgt
181 caccaaggcg
241 cggcccaaac
301 cggagcgacc
361 aaggagcccc
421 actacgtgcc
481 gtaaagcgcg
541 gggtcattgg
601 ggtgaaatgc
661 ctgacgctga
721 ccgtaaacga
781 gataagcact
841 gcccgcacaa
901 tcttgacatc
961 caagtggggc
1021 agcgcaaccc
1081 caaaagtcga
1141 cacacgtgct
1201 aaaagccgct
1261 agtaatcgcg

//

1..1313

Sanger dideoxy sequencing

/organism="Geobacillus thermoleovorans"
/mol_type="genomic DNA"
/strain="S1B4"
/isolation_source="hot spring"

/db_xref="taxon:33941"

/country="Malaysia: Pahang"
/collection_date="04-Jan-2011"
/collected_by="Tengku haziyamin"
/identified_by="Nur Asimah"

<1..>1313

/product="16S ribosomal RNA"

gggtgagtta
ctaataccgg
cacttgcgga
acgatgcgta
tcctacggga
cccgtgageg
gttcgaagag
agcagccgeg
cgcaggeggt
aaactgggeg
gtagagatgt
ggcgegaaag
tgagtgctaa
ccgectggeg
geggtggage
ccctgacaac
atggttgtcg
tcgcctctag
aggaaggees
acaatgggceg
ctcagttcgg
gatcagcatg

acacgtgggc
ataacaccga
tgggeecegeg
gceggectga
ggcagcagta
aagaaggcct
ggcgeegesg
gtaatacgta
cccttaagtc
acttgagtgc
ggaggaacac
cgtggggagce
gtgttagagg
agtacggccg
atgtggttta
ccaagagatt
tcagctcctg
ttgccaccac
ggaggacgtc
gtacaaaggg
attgcaggct
ccgeggtgaa

aacctggceccg
agaccgcatg
gcgcattagce
gagggggacc
gggaatcttc
tcgggtcgta
tgacggtacc
gg8gggcgagc
tgatgtgaaa
aggagaggag
cagtggcgaa
aaacaggatt
ggtcacaccc
caaggctgaa
attcgaagca
gggcegttccc
gcctgaaatg
aaaggtgggc
aaatcatcat
ctgcgaaccc
gcaactcgcc
tacgttcccg

https://www.ncbi.nlm.nih.gov/nuccore/MT668632

ccagaccggg
gtctttggtt
tagttggtga
ggcccactgg
cgcaatgggc
aagctctgtt
tcacgaggaa
gttgtccgga
gcccacggcet
agcggaattc
ggeggctctc
agataccctg
tttagtgctg
actcaaagga
acgcgaagaa
ccttcggegg
ttgggttaag
actctaaagg
gcceccttatg
gcgaggsgesa
tgcatgaagc
ggcctegtge

ataactccgg
gaaaggcgsc
ggtaacggct
gactgagaca
gaaagcctga
gtgagggacg
gcceceggceta
attattgggc
caaccgtgga
cacgtgtagc
tggcctgcaa
gtagtccacg
cagctaacgc
attgacgggg
ccttaccagg
gacagggtga
tcccgeaacg
gactgccggc
acctgggcta
gcgaatccca
cggaatcgct
aca

m



