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Comparisan of ossicle shape and 125 rRNA gene sequencing techniques for species identification of
Gamat-based beche-de-mer from Langkawi Island, Kedah (asce)
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Abstract

Due to the issues of species substitution and product mislabelling of beche-de-mer worldwide, this study aimed to identify the species of seven gamat-
based beche-de-mer specimens from Kush, Langkawi Island, Kedah, Malaysia based on ossicle shapes and non-protein-coding 125 mitochendrial rRNA
gene sequences. In general, ossicles were well extracted from the specimens. At least =ight ossicle shapes were observed i large |-shaped rod, perforated
plate, table, C-zhaped rod, button, rosette, |-shaped rod and -shaped rod. Except for button, I-shaped rod and X-shaped rod, the other five ossicle shapes
are commaon in Stichopus horrens. However, the species status could not be resolved at this level due to the presence of uncommen essicle shapes and the
physical features of the spedmens could nat be used 2s supparting data as they were different from the live ar unprocessed sea cusumber. In this study, 125

mitochondrial rRNA gene sequences were analysed using the Basic Local Alignment Search Tocl programme for Muclectides (blastn), resulting in the spacies

identification of the beche-de-mer specimens as 5. horrens, known locally 25 gamat emas (golden ses cuzumber) with 38-95% simlarity (an svarags of 35%)
The phylogenstic tress based on the Neighbour-Joining method, Maximum Parsimony method and Maximum Likelihood methed indicated that all 125
mitodhendrial rRNA gene sequences of the beche-de-mer specimens clustered with the reference samples of 5. horrens frem Panghor Laut, Panghor Island,
Perak, Malaysia, supperting the BLASTN results and confirming their species status as 5. horrens. Furthermore, 10 partial 125 mitochondrial rRNA gene
sequences of the reference samples and the beche-de-mer specimens of 5. horrens were registersd with the GenBank (Accession No.: K487 9628- KX879637).

Overall, the findings suggested that the species identification of the beche-de-mer specimens using 125 mitochondrial rRMA gene sequence gave better

inference than ossicle-shape identification. The cutcomes of this study benefit enforcement agencies in their werk of monitoring 2nd cverceming the

issues of species and product misl of beche-de-mer or commerdial dried sea cucumber in Malaysian markets as well as in global

markets. (§) Universiti Putra Malaysia Press.
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