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Holothuria leucospilota clone HLTNP1 cytochrome oxidase subunit | (COIl) gene, partial cds;
mitochondrial
GenBank: KC405565.1

LOCUS KC405565 588 bp DNA linear INV 21-APR-2013

DEFINITION Holothuria leucospilota clone HLTNP1l cytochrome oxidase subunit I
(COI) gene, partial cds; mitochondrial.

ACCESSION KC405565

VERSION KC405565.1 GI:479336161
KEYWORDS .
SOURCE mitochondrion Holothuria leucospilota

ORGANISM Holothuria leucospilota
Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Echinozoa;
Holothuroidea; Aspidochirotacea; Aspidochirotida; Holothuriidae;
Holothuria.
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FEATURES Location/Qualifiers
source 1..588
/organism="Holothuria leucospilota"
/organelle="mitochondrion"
/mol_type="genomic DNA"
/db_xref="taxon:206669"
/clone="HLTNP1"
/country="Malaysia: Teluk Nipah, Pangkor Island, Perak
Darul Ridzuan"
/collected_by="Kamarul Rahim Kamarudin"
/identified by="Kamarul Rahim Kamarudin"
/note="collect between 8-9 November 2011;
authority: Holothuria (Mertensiothuria) leucospilota
(Brandt, 1835)"
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Sanger dideoxy sequencing

gene <1..>588
/gene="COI1"

CDS <1..>588
/gene="CO1"

/codon_start=1
/transl_table=9
/product="cytochrome oxidase subunit I"
/protein_id="AGJ74694.1"
/db_xref="GI:479336162"
/translation="MSFWLVPPSFILLLASAGVESGAGTGWTIYPPLSSNIAHAGGTV
DLAIFSLHLAGASSILASINFITTVINMRTPGVTFDRLPLFVWSVFITAFLLLLSLPV
LAGAITMLLTDRNINTTFFDPAGGGDPILFQHLFWFFGHPEVYILILPGFGMISHVIA
HYSGKQEPFGYLGMVYAMVAIGILGFLVWAHHMFTV"
ORIGIN
1 atgaggttct gactagtccc tccctccttce attctactcc tcgectcage gggggtagaa

61 agaggagctg gcacaggttg aactatatac cctcccttat ccagcaaaat agcccacgcce

121 ggagggaccg tagacctagc aatattctct ctacacttag ccggggcctc ctctattttg

181 gcctcaataa acttcataac aacagtcata aacatgcgga ccccaggagt aacctttgac

241 cgtctccctc tattcgtctg atcagtgttc ataacagcat tcctccttct cctaagacta

301 ccagtactag caggagcaat aacaatgttg ctaaccgacc gaaacataaa cacaaccttc

361 ttcgaccccg cggggggagg agatcccata ctattccaac acctattttg attcttcggt

421 cacccagaag tctatatatt aatcctgcca ggcttcggaa tgatatccca cgtaatagec

481 cactatagag gtaagcaaga acctttcggc tatctaggaa tggtatacgc aatggtagcc

541 ataggcattt taggattcct agtatgagct caccatatgt tcacagta

//


http://www.ncbi.nlm.nih.gov/nuccore/479336161?report=fasta
http://www.ncbi.nlm.nih.gov/nuccore/479336161?report=graph
http://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=206669
http://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=206669
http://www.ncbi.nlm.nih.gov/nuccore/479336161?from=1&to=588&sat=4&sat_key=93410556
http://www.ncbi.nlm.nih.gov/nuccore/479336161?from=1&to=588&sat=4&sat_key=93410556
http://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG9
http://www.ncbi.nlm.nih.gov/protein/479336162
http://www.ncbi.nlm.nih.gov/nuccore/KC405565#
http://www.ncbi.nlm.nih.gov/nuccore/KC405565#

